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SEQUENCE LISTING 

4 (1) GENERAL INFORMATION: 

6 (i) APPLICANT: Lee, Se-Jin 

7 Cunningham, Noreen 

9 (ii) TITLE OF INVENTION: GROWTH DIFFERENTIATION FACTOR- 10 

11 (iii) NUMBER OF SEQUENCES: 26 

13 (iv) CORRESPONDENCE ADDRESS: 

14 (A) ADDRESSEE: Spensley Horn JubaS & Lubitz 

15 (B) STREET: 1880 Century Park East, Suite 500 

16 (C) CITY: Los Angeles 

17 ■ (D) STATE: California 

18 (E) COUNTRY: USA 

19 (F) ZIP : 90067 

21 (V) COMPUTER READABLE FORM: 

22 (A) MEDIUM TYPE: Floppy disk 

2 3 (B) COMPUTER: IBM PC compatible 

24 (C) OPERATING SYSTEM: PC -DOS/MS -DOS 

25 (D) SOFTWARE: Patentln Release #1.0, Version #1.25 
27 (vi) CURRENT APPLICATION DATA: 

C--> 28 (A) APPLICATION NUMBER: US/09/813,459 

C--> 29 (B) FILING DATE: 20-Mar-2001 

30 (C) CLASSIFICATION: 

32 (vii) PRIOR APPLICATION DATA: 

33 (A) APPLICATION NUMBER: 08/624,635 

34 (B) FILING DATE: 

3 6 (viii) ATTORNEY/AGENT INFORMATION: 

37 (A) NAME: Wetherell, Jr., Ph.D., John R., 

38 (B) REGISTRATION NUMBER: 31,678 

39 (C) REFERENCE/DOCKET NUMBER: PD-3054 

41 (ix) TELECOMMUNICATION INFORMATION: 

42 (A) TELEPHONE: (619) 455-5100 

43 (B) TELEFAX: (619) 455-5110 

4 6 (2) INFORMATION FOR SEQ ID NO: 1: 
4 8 (i) SEQUENCE CHARACTERISTICS: 

49 (A) LENGTH: 36 base pairs 

50 (B) TYPE: nucleic acid 

51 (C) STRANDEDNESS: single 

52 (D) TOPOLOGY: linear 

54 (ii) MOLECULE TYPE: DNA (genomic) 

57 (vii) IMMEDIATE SOURCE: 

58 (B) CLONE: NSCl 

60 (ix) FEATURE: 

61 (A) NAME/KEY: CDS 

62 (B) LOCATION: 1. .36- 

65 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1: 

67 CCGGAATTCA ARGTNGAYTT YGCNGAYATH GGNTGG 3 6 

69 (2) INFORMATION FOR SEQ ID NO: 2: 
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71 (i) SEQUENCE CHARACTERISTICS: 

72 (A) LENGTH: 33 base pairs 

73 (B) TYPE: nucleic acid 

74 (C) STRANDEDNESS : single 
7.5 (D) TOPOLOGY: linear 

77 (ii) MOLECULE TYPE: DNA (genomic) 

80 (vii) IMMEDIATE SOURCE: 

81 (B) CLONE: NSC 2 

83 (ix) FEATURE: 

84 (A) NAME/KEY: CDS 

85 (B) LOCATION: 1. .33 

88 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2: 

90 CCGGAATTCR CANGCRCARC TYTCNACNGT CAT 33 
92 (2) INFORMATION FOR SEQ ID NO : 3: 

94 (i) SEQUENCE CHARACTERISTICS: 

95 (A) LENGTH: 33 base pairs 

96 (B) TYPE: nucleic acid 

97 (C) STRANDEDNESS: single 

98 (D) TOPOLOGY: linear 

100 (ii) MOLECULE TYPE: DNA (genomic) 

103 (vii) IMMEDIATE SOURCE: 

104 (B) CLONE: NSC3 

106 (ix) FEATURE: 

107 (A) NAME/KEY: CDS 

108 (B) LOCATION: 1. . 33 

111 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3: 

113 CCGGAATTCR CANGCRCANG AYTCNACNGT CAT 3 3 

115 (2) INFORMATION FOR SEQ ID NO : 4: 

117 (i) SEQUENCE CHARACTERISTICS: 

118 (A) LENGTH: 2322 base pairs 

119 (B) TYPE: nucleic acid 

120 (C) STRANDEDNESS: single 

121 (D) TOPOLOGY: linear 

123 (ii) MOLECULE TYPE: DNA (genomic) 

126 (vii) IMMEDIATE SOURCE: 

127 (B) CLONE: Murine GDF-10 

129 (ix) FEATURE: 

130 (A) NAME/KEY: CDS 

131 (B) LOCATION: 126.. 1553 

134 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 4: 

136 TGGGGTCATC CGGGCTGTCC GAGTCCCACA GGGACAACTC CAGCCGCGGA CGAGGTGCAC 60 
138 AGCCAACACT GAGCCCTCCT TGTCTGTTCT CCTGGGCTCA GACCCTTCAC CACCGTTACT 120 

140 CAGCC ATG GCT CCA GGT CCT GCT CGG ATC AGC TTG GGG TCC CAG CTG 167 

141 Met Ala Pro Gly Pro Ala Arg lie Ser Leu Gly Ser Gin Leu 

142 15 10 

144 CTG CCC ATG GTG CCG CTG CTC CTG CTG CTG CGG GGC GCA GGC TGC GGC 215 

145 Leu Pro Met Val Pro Leu Leu Leu Leu Leu Arg Gly Ala Gly Cys Gly 

146 15 20 25 30 

148 CAC AGG GGC CCC TCA TGG TCC TCA TTG CCC TCG GCA GCT GCC GGT CTG 263 
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TGGTAGCTCT 
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CAATTTGCCC 
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ACTATGCAAA 


TCTTGGGGTA 


1913 


272 


CTCCCCCCCC 
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TTTTAATATA 
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TGCAAGTTAG 


2153 


280 


GTGTGGGTTG 


TCTAAGCATG TGTATGGAAA TAATACATAC 


AGTAATATGC 


TGGAATACTA 


2213 


282 


AAAAAGTAAC 
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(i) SEQUENCE CHARACTERISTICS: 
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(D) TOPOLOGY: 


linear 


















294 




(ii) 


MOLECULE TYPE: 
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